1 



SEQUENCE LISTING 

<110> LETOURNEUR, Odile 

<120> CHIMERIC RECOMBINANT PROTEIN AND IN VITRO DIAGNOSIS 

<130> 122802 

<140> US 10/526,765 

<141> 2005-03-07 

<150> PCT/FR03/02712 

<151> 2003-09-15 

<150> FR 02/11485 

<151> 2002-09-17 

<160> 61 

<170> Patentln version 3.3 

<210> 1 

<211> 423 
<212> " DNA 

<213> Artificial Sequence 
<220> 



<223> DNA 


encoding a 


recombinant protein b- 


-HIV72 






<400> 1 
atgaggggat 


ccagaatcct 


agctgtggaa 


agatacctaa 


aggatcaaca 


gctcctaggg 


60 


atttggggtt 


gctctggaaa 


actcatttgc 


accactgctg 


tgagctccgg 


ttcaggcgct 


120 


atagagaagt 


acctacagga 


ccaggcgcgg 


ctaaattcat 


ggggatgtgc 


gtttagacaa 


180 


gtctgctcga 


gcggttctgg 


aggaggagat 


atgagggaca 


attggagaag 


tgaattatat 


240 


aaatataaag 


tagtaaaaat 


tgaaccatta 


ggagtagcac 


ccaccaagtc 


tgcaggccgt 


300 


ctgcttgctc 


tggaaaccct 


gcttcagaac 


caacagctgc 


tttctctgtg 


gggttgcaaa 


360 


ggtaagctgg 


tttgctacac 


ctctgttaaa 


gcttcccacc 


atcaccatca 


ccattgatct 


420 


aga 












423 



<210> 2 

<211> 138 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> chimeric recombinant protein b-HIV72 

<400> 2 

Met Arg Gly Ser Arg lie Leu Ala Val Glu Arg Tyr Leu Lys Asp Gin 
1 5 10 ~ " 15 



Gin Leu Leu Gly lie Trp Gly Cys Ser Gly Lys Leu lie Cys Thr Thr 
20 25 30 



2 



Ala Val Ser Ser Gly Ser Gly Ala lie Glu Lys Tyr Leu Gin Asp Gin 
35 40 45 



Ala Arg Leu Asn Ser Trp Gly Cys Ala Phe Arg Gin Val Cys Ser Ser 
50 55 60 



Gly Ser Gly Gly Gly Asp Met Arg Asp Asn Trp Arg Ser Glu Leu Tyr 
65 70 75 80 



Lys Tyr Lys Val Val Lys lie Glu Pro Leu Gly Val Ala Pro Thr Lys 
85 90 95 



Ser Ala Gly Arg Leu Leu Ala Leu Glu Thr Leu Leu Gin Asn Gin Gin 
100 105 110 



Leu Leu Ser Leu Trp Gly Cys Lys Gly Lys Leu Val Cys Tyr Thr Ser 
115 120 125 



Val Lys Ala Ser His His His His His His 
130 135 



<210> 3 
<211> 90 
<212> DNA 

<213> Human immunodeficiency virus type 1 
<400> 3 

agaatcctag ctgtggaaag atacctaaag gatcaacagc tcctagggat ttggggttgc 60 
tctggaaaac tcatttgcac cactgctgtg 90 



<210> 4 

<211> 30 

<212> PRT 

<213> Human immunodeficiency virus type 1 



<210> 5 
<211> 90 
<212> DNA 

<213> Human immunodeficiency virus type 1 
<400> 5 

cgtctgcttg ctctggaaac cctgcttcag aaccaacagc tgctttctct gtggggttgc 60 
aaaggtaagc tggtttgcta cacctctgtt 90 



<400> 



4 



Arg lie Leu 
1 



Ala Val Glu Arg Tyr Leu Lys Asp Gin Gin Leu Leu Gly 
5 10 15 



lie Trp Gly 



Cys Ser Gly Lys Leu lie Cys Thr Thr Ala Val 
20 25 30 



<210> 



6 



3 



<211> 30 
<212> PRT 

<213> Human immunodeficiency virus type 1 
<400> 6 

Arg Leu Leu Ala Leu Glu Thr Leu Leu Gin Asn Gin Gin Leu Leu Ser 
15 10 15 

Leu Trp Gly Cys Lys Gly Lys Leu Val Cys Tyr Thr Ser Val 
20 25 30 

<210> 7 
<211> 69 
<212> DNA 

<213> Human immunodeficiency virus type 2 
<400> 7 

gctatagaga agtacctaca ggaccaggcg cggctaaatt catggggatg tgcgtttaga 60 
caagtctgc 69 

<210> 8 

<211> 23 

<212> PRT 

<213> Human immunodeficiency virus type 2 

<400> 8 

Ala lie Glu Lys Tyr Leu Gin Asp Gin Ala Arg Leu Asn Ser Trp Gly 
1 5 . 10 15 

Cys Ala Phe Arg Gin Val Cys 
20 

<210> 9 
<211> 90 
<212> DNA 

<213> Human immunodeficiency virus type 1 
<400> 9 

ggaggaggag atatgaggga caattggaga agtgaattat ataaatataa agtagtaaaa 60 
attgaaccat taggagtagc acccaccaag 90 

<210> 10 
<211> 30 
<212> PRT 

<213> Human immunodeficiency virus type 1 
<400> 10 

Gly Gly Gly Asp Met Arg Asp Asn Trp Arg Ser Glu Leu Tyr Lys Tyr 
15 10 15 

Lys Val Val Lys lie Glu Pro Leu Gly Val Ala Pro Thr Lys 
20 25 30 



<210> 11 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> DNA sequence corresponding to SEQ ID NO 

<400> 11 
gagctccggt tcaggc 

<210> 12 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> linking region 

<400> 12 

Ser Ser Gly Ser Gly 
1 5 



<210> 13 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> DNA sequence corresponding to SEQ ID NO 

<400> 13 
ctcgagcggt tct 



<210> 14 

<211> 4 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> linking region 

<400> 14 

Ser Ser Gly Ser 
1 



<210> 15 

<211> 9 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> DNA sequence corresponding to SEQ ID NO 

<400> 15 
tctgcaggc 



<210> 16 
<211> 3 



<212> PRT 

<213> Artificial Sequence 



<220> 

<223> linking region 

<400> 16 

Ser Ala Gly 
1 



<210> 17 

<211> 9 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> DNA sequence corresponding to SEQ ID NO: 18 

<400> 17 
aaagcttcc 

<210> 18 

<211> 3 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> linking region 

<400> 18 

Lys Ala Ser 
1 



<210> 19 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> DNA sequence corresponding to a linking region 

<400> 19 
atgaggggat cc 

<210> 20 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> DNA sequence corresponding to a linking region 

<400> 20 

artcaatgag gggatcc 



<210> 21 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



6 



<220> 

<223> DNA sequence encoding SEQ ID NO. 22 
<400> 21 

caccatcacc atcaccat 18 



<210> 22 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> attaching region 

<400> 22 

His His His His His His 
1 5 



<210> 


23 


<211> 


45 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


DNA sequence corresponding 


<400> 


23 



ctgcaccata tcctggaagc ccagaaaatg gaatggcacc cgcac 45 



<210> 24 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> biotinylated recombinant protein 

<400> 24 

Leu His His lie Leu Glu Ala Gin Lys Met Glu Trp His Pro His 
1 5 10 15 



<210> 25 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> DNA sequence corresponding to SEQ ID NO: 2 6 

<400> 25 

aagaaaaaga aaaagaaa 18 



<210> 26 

<211> 6 

<212> PRT 

<213> Artificial Sequence 



<220> 



7 



<223> coupling sequence 
<400> 26 

Lys Lys Lys Lys Lys Lys 
1 5 



<210> 27 
<211> 69 
<212> DNA 

<213> Human immunodeficiency virus type 1 
<400> 27 

gaaagatacc taaaggatca acagctccta gggatttggg gttgctctgg aaaactcatt 60 
tgcaccacg 69 



<210> 28 
<211> 23 
<212> PRT 

<213> Human immunodeficiency virus type 1 
<400> 28 

Glu Arg Tyr Leu Lys Asp Gin Gin Leu Leu Gly lie Trp Gly Cys Ser 
15 10 ~ 15 



Gly Lys Leu lie Cys Thr Thr 
20 



<210> 29 
<211> 69 
<212> DNA 

<213> Human immunodeficiency virus type 1 
<400> 29 

gaaaccctgc ttcagaacca acagctgctt tctctgtggg gttgcaaagg taagctggtt 60 
tgctacacc 69 



<210> 30 

<211> 23 

<212> PRT 

<213> Human immunodeficiency virus type 1 

<400> 30 

Glu Thr Leu Leu Gin Asn Gin Gin Leu Leu Ser Leu Trp Gly Cys Lys 
1 5 10 * 15 



Gly Lys Leu Val Cys Tyr Thr 
20 



<210> 31 

<211> 36 

<212> DNA 

<213> Human immunodeficiency virus type 2 



<400> 31 



8 



ctaaattcat ggggatgtgc gtttagacaa gtctgc 



<210> 32 

<211> 12 

<212> PRT 

<213> Human immunodeficiency virus type 2 

<400> 32 

Leu Asn Ser Trp Gly Cys Ala Phe Arg Gin Val Cys 
1 5 10 



<210> 


33 


<211> 


60 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


DNA sequence corresponding 


<400> 


33 



ctgcaccata tcctggaagc ccagaaaatg gaatggcacc cgcacaaagg ttctggatcc 



<210> 34 

<211> 20 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> linking region 

<400> 34 

Leu His His lie Leu Glu Ala Gin Lys Met Glu Trp His Pro His Lys 
1 5 10 15 



Gly Ser Gly Ser 
20 



<210> 


35 


<211> 


51 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


DNA sequence corresponding 


<400> 


35 



ctgcaccata tcctggaggc tcaaaagatg gagtggcgcg aatcccatgg t 



<210> 36 

<211> 17 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> linking region 



<400> 36 



Leu His His lie Leu Glu Ala Gin Lys Met Glu Trp Arg Glu Ser His 
1 5 10 " 15 



Gly 



<210> 37 

<211> 54 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> DNA sequence encoding SEQ ID NO: 38 

<400> 37 

ggtctgaagg acatcctgga agcccagaaa atggaatggc acgagtctgc aggc 

<210> 38 
<211> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> linking region 
<400> 38 

Gly Leu Lys Asp lie Leu Glu Ala Gin Lys Met Glu Trp His Glu Ser 
15 10 15 



Ala Gly 



<210> 39 

<211> 54 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> DNA sequence corresponding to SEQ ID NO: 40 

<400> 39 

ctgaacgata ttttcgaagc gcagaagatt gaatggcatg agggttctgg atcc 

<210> 40 

<211> 18 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> linking region 

<400> 40 

Leu Asn Asp lie Phe Glu Ala Gin Lys lie Glu Trp His Glu Gly Ser 
1 5 10 15 



Gly Ser 



4 



10 



<210> 41 

<211> 60 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> DNA sequence corresponding to SEQ ID NO: 42 

<400> 41 

ctgcaccata tcctggaagc ccagcgtatg gaatggcacc cgcacaaagg ttctggatcc 60 

<210> 42 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> linking region 
<400> 42 

Leu His His lie Leu Glu Ala Gin Arg Met Glu Trp His Pro His Lys 
15 10 15 



Gly Ser Gly Ser 
20 



<210> 43 

<211> 51 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> DNA sequence corresponding to SEQ ID NO: 4 4 

<400> 43 

ctgcaccata tcctggaggc tcaacgtatg gagtggcgcg aatcccatgg t 51 

<210> 44 
<211> 17 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> linking region 
<400> 44 

Leu His His lie Leu Glu Ala Gin Arg Met Glu Trp Arg Glu Ser His 
15 10 L ~ 15 



Gly 



<210> 45 

<211> 54 

<212> DNA 

<213> Artificial Sequence 



11 



<220> 

<223> DNA sequence corresponding to SEQ ID NO: 4 6 
<400> 45 

ggtctgaagg acatcctgga agcccagcgt atggaatggc acgagtctgc aggc 54 

<210> 46 
<211> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> linking region 
<400> 46 

Gly Leu Lys Asp lie Leu Glu Ala Gin Arg Met Glu Trp His Glu Ser 
15 10 15 



Ala Gly 



<210> 47 

<211> 54 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> DNA sequence corresponding to SEQ ID NO: 4 8 

<400> 47 

ctgaacgata ttttcgaagc gcagcgtatt gaatggcatg agggttctgg atcc 54 



<210> 


48 


<211> 


18 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


linking region 


<400> 


48 



Leu Asn Asp lie Phe Glu Ala Gin Arg lie Glu Trp His Glu Gly Ser 
1 5 10 15 

Gly Ser 



<210> 49 

<211> 399 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> DNA sequence corresponding to a recombinant protein 

<400> 49 

atgaggggat ctctgcacca tatcctggaa gcccagaaaa tggaatggca cccgcacaaa 60 









12 








ggttctggat 


ccgaaagata 


cctaaaggat 


caacagctcc 


tagggatttg 


gggttgctct 


120 


ggaaaactca 


tttgcaccac 


gagctccctg 


caccatatcc 


tggaggctca 


aaagatggag 


180 


tggcgcgaat 


cccatggtct 


aaattcatgg 


ggatgtgcgt 


ttagacaagt 


ctgctcgagc 


240 


ggtctgaagg 


acatcctgga 


agcccagaaa 


atggaatggc 


acgagtctgc 


aggcgaaacc 


300 




Zi /** Zi Zl <~* Zi <T f"* 


4— 4— -f— 4— 4— 
yCLLLCLCty 


t ggggttgca 


aaggtaagct 


ggtt tgctac 


O C C\ 


accaaagctt 


cccaccatca 


ccatcaccat 


tgatctaga 






399 



<210> 50 
<211> 130 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> chimeric recombinant protein 
<400> 50 

Met Arg Gly Ser Leu His His lie Leu Glu Ala Gin Lys Met Glu Trp 
15 10 15 

His Pro His Lys Gly Ser Gly Ser Glu Arg Tyr Leu Lys Asp Gin Gin 
20 25 30 

Leu Leu Gly lie Trp Gly Cys Ser Gly Lys Leu lie Cys Thr Thr Ser 
35 40 45 

Ser Leu His His lie Leu Glu Ala Gin Lys Met Glu Trp Arg Glu Ser 
50 55 60 

His Gly Leu Asn Ser Trp Gly Cys Ala Phe Arg Gin Val Cys Ser Ser 
65 70 75 80 

Gly Leu Lys Asp lie Leu Glu Ala Gin Lys Met Glu Trp His Glu Ser 
85 90 ^ 95 

Ala Gly Glu Thr Leu Leu Gin Asn Gin Gin Leu Leu Ser Leu Trp Gly 
100 105 110 

Cys Lys Gly Lys Leu Val Cys Tyr Thr Lys Ala Ser His His His His 
115 . 120 125 



His His 
130 



<210> 51 

<211> 386 

<212> DNA 

<213> Artificial Sequence 



<220> 



13 

<223> DNA sequence corresponding to recombinant protein 
<400> 51 

atgaggggat ctcaccatca ccatcaccat ggtctgaacg atattttcga agcgcagaag 60 

attgaatggc atgagggttc tggatccgaa agatacctaa aggatcaaca gctcctaggg 120 

atttggggtt gctctggaaa actcatttgc accacgagct ccctgcacca tatcctggag 180 

gctcaaaaga tggagtggcg cgaatcccat ggtctaaatt catggggatg tgcgtttaga 240 

caagtctgct cgagcggtct gaaggacatc ctggaagccc agaaaatgga atggcacgag 300 

tctgcaggcg aaaccctgct tcagaaccaa cagctgcttt ctctgtgggg ttgcaaaggt 360 

aagctggttt gctacacctg aagctt 386 

<210> 52 

<211> 126 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> chimeric recombinant protein 

<400> 52 

Met Arg Gly Ser His His His His His His Gly Leu Asn Asp lie Phe 
1 5 10 15 

Glu Ala Gin Lys lie Glu Trp His Glu Gly Ser Gly Ser Glu Arg Tyr 
20 25 1 30 

Leu Lys Asp Gin Gin Leu Leu Gly lie Trp Gly Cys Ser Gly Lys Leu 
35 4 0 4 5 

lie Cys Thr Thr Ser Ser Leu His His lie Leu Glu Ala Gin Lys Met 
50 55 60 

Glu Trp Arg Glu Ser His Gly Leu Asn Ser Trp Gly Cys Ala Phe Arg 
65 70 75 ~ " 80 

Gin Val Cys Ser Ser Gly Leu Lys Asp lie Leu Glu Ala Gin Lys Met 
85 90 95 

Glu Trp His Glu Ser Ala Gly Glu Thr Leu Leu Gin Asn Gin Gin Leu 
100 105 110 

Leu Ser Leu Trp Gly Cys Lys Gly Lys Leu Val Cys Tyr Thr 
115 120 125 

<210> 53 

<211> 28 

<212> DNA 

<213> Artificial Sequence 



<220> 



14 



<223> sense primer 
<400> 53 

agtcggatcc agaatcctag ctgtggaa 28 



<210> 


54 


<211> 


33 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


antisense primer 


<400> 


54 



gcctgatccg gagctcacag cagtggtgca aat 33 



<210> 


55 


<211> 


60 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


sense primer 


<400> 


55 



aagtctgcag gccgtctgct tgctctggaa accctgcttc agaaccaaca gctgctttct 60 



<210> 


56 


<211> 


58 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


antisense primer 


<400> 


56 



gctatctaga tcaatggtga tggtgatggt gggaagcttt aacagaggtg tagcaaac 58 



<210> 


57 


<211> 


60 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


antisense primer 


<400> 


57 



aacagaggtg tagcaaacca gcttaccttt gcaaccccac agagaaagca gctgttggtt 60 



<210> 


58 


<211> 


38 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


sense primer 


<400> 


58 



ctgtgagctc cggttcaggc gctatagaga agtaccta 38 



-*1 * 

t 

15 



<210> 59 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> antisense primer 

<400> 59 

agaaccgctc gagcagactt gtctaaacgc 

<210> 60 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> sense primer 

<400> 60 

gtctgctcga gcggttctgg aggaggagat atgagg 

<210> 61 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> antisense primer 

<400> 61 

acgtcctgca gacttggtgg gtgctactcc 



